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Table 1 CATH &N 2o /3B R OT FA AN T =y FUIFRIERHTHN G 240 BI 6 B> - Hogfi « 15 ¥ {7, J O CATH scoreRMSD (R+SD) (n: £} 40)

Criteria | Distance Angle CB Angle C Angle N CAD Vv PHI PSI ACC RMSD
(‘S?;)) E 0.237+0.280 0.110+0.186 0.24540.161 0.2510.158 E 0.305+0.251 0.218+0.155 0.064+0.147 0.151+0.157 0.15440.135 12.5+3.59
Architecture | !
(n=120) . 0.246+0.342 0.173+0.207 0.2430.215 0.24120.205 | 0.284+0.290 0.205+0.195 0.062+0.194 0.173+0.167 0.151+0.156 11.343.69
! !
T(ﬁf‘;l;’f)y | 0.3800.393  0.34120.223 04270211 04140211 | 0.41120.296  0.344x0.232  0.096:0.205  0.193:0.206  0.262+0.145  6.65+3.81
= I I
I
Homolog. S.F. | .
(n=126) 1 0.651£0.327 0.567+0.232 0.625+0.255 0.623£0.240 | 0.688+0.212 0.575+0.237 0.227+0.236 0.375+0.231 0.414+0.200 5.33+5.05
I
I I
(ie_ql';;) | 0.974+0.037 0.926+0.046 0.953+0.032 0.952+0.035 | 0.970+0.034 0.932+0.040 0.685+0.222 0.691+0.093 0.772+0.069 1.24+0.55
= . !
R O(fnliggl;/;SD i -0.560 -0.729 -0.729 -0.732 -0.608 -0.692 -0.520 -0.595 -0.729
=
[&3%30R]

b X LN L C
L% 3 A —F & B/EE

Table 2 FERESE/ ST A—Z TR BHIBIRH (RESD) (n:FHEL)

Criteria ' Distance Angle CB Angle C Angle N
Class (n=120) | 0.417+0.243 0.173+0.181 0.322+0.168 0.32440.174 |
Arch. (n=120) | 0.451+0.284 0.225+0.226 0.332+0.212 0.334+0.212 |
Topo. (n=136) | 0.724+0.218 0.482+0.223 0.605+0.189 0.587+0.186
Homo.(n=126) | 0.83140.201 0.643+0.198 0.711+0.198 0.704+0.197
Seq. (n=135) E 0.988+0.015 0.931+0.045 0.959+0.030 0.958+0.031 E
R O(fnlig;;v)lSD | -0.843 -0.814 -0.859 -0.857

-

. Bernstein, F.C,, et al., & Tasumi, M. (1977) J. Mol. Biol., 112, 535-542.
2. Murzin,A., Brenner,S.E., Hubbard,T.J.P. and Chothia,C. (1995) J. Mol
Biol., 247, 536-540.

3. Orengo,C.A., Michie,A.D., Jones,S., Jones,D.T., Swindells,M.B. and
Thornton,J.M. (1997) Structure, 5, 1093-1108.

. Holm,L, Ouzounis,C., Sander,C., Tuparev,G. and Vriend,G. (1992) Protein
Sei., 1, 1691-1698.

. Taylor,W.R. and Orengo,C.A. (1989) J. Mol. Biol., 208, 1-22.

Holm,L. and Sander,C. (1993) JJ. Mol. Biol., 233, 123-138.

. Kabsch,W. and Sander,C. (1983) Byopolymers, 22, 2577-2637.

Conte,L.L. and Smith,T. (1997) J. Mol. Biol., 273, 338-348.

. Higgins,D. and Taylor,W. (2000) In Bioinformatics (Higgins,D. and
Taylor,W. eds), pp. 15-50, Oxford University Press, Oxford, United
Kingdom

'S

© W o



